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TCA Cycle
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FADH; dehydrogenase dehydrogenase NAD* (Each Cycle)
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2
The Krebs cycle directly produces 2 ATP molecules per glucose ; 2CO
molecule. However, it also generates NADH and FADH2, which GTP  GDP : p R
are crucial for the electron transport chain where a larger I8 '._J
amount of ATP is produced. While the complete oxidation of a ) )
glucose molecule in cellular respiration can yield up to 38 ATP, BIOg@ﬂ@tII'

the Krebs cycle's direct contribution is 2 ATP.
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Damaged Mitochondria in
Distressed Old Cell
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What is broken?

Where is it broken?

What interventions can we participate in?
What results are we expecting?

How to maintain?
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One Standanli%viation (1sD) Fatty Acids (Carbohydrates) ( Proteins ]
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