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Disclaimer

* Information in this presentation is not intended, in itself,
to diagnose, treat, reverse, cure, or prevent any
disease. While this presentation is based on medical
literature, findings, and text, The following statements
have not been evaluated by the FDA.

e The information provided in this presentation is for your
consideration only as a practicing health care
provider. Ultimately you are responsible for exercising
professional judgment in the care of your own patients.
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NMR Lipoprofile

Clinical Significance: The Lipoprotein Fractionation NMR test is used to help assess the risk for cardiovascular disease

(CVD) in patients with intermediate or high risk based on traditional or emerging risk factors, and to assess therapeutic
response in patients undergoing lipid-lowering therapy, by quantification of the number and size of lipoprotein particles.
The lipid panel is used, along with other test, during routine assessment to determine an individual’s risk of cardiovascular

disease. A lipid panel can also be used to monitor the efficacy of lifestyle interventions or medications.

https://www.clevelandheartlab.com/tests/lipoprotein-fractionation-nmr-with-lipids/



Diabetes Metab J. 2013 Jun; 37(3): 207-211. PMCID: PMC3689018
Published online 2013 Jun 14. doi: 10.4093/dm).2013.37.3.207 PMID: 23807924

Beneficial Effects of Omega-3 Fatty Acids on Low Density Lipoprotein
Particle Size in Patients with Type 2 Diabetes Already under Statin
Therapy

Myur] Beyond statin therapy for reducing low density lipoprotein cholesterol (LDL-C), additional therapeutic
strategies are required to achieve more optimal reduction in cardiovascular risk among diabetic patients
with dyslipidemia. To evaluate the effects and the safety of combined treatment with omega-3 fatty acids

You

There were no significant difference in the initial (week 0) lipid profiles among the three groups. After 8
weeks of treatment, as shown in Table | and Fig. |, mean LDL particle size increased in all groups, and the
percentage change was significantly greater in patients taking 4 g of omega-3 fatty acid with statin than in
patients receiving statin monotherapy (2.8%=3.1% vs. 2.3% +3.6%, P=0.024). Significant reduction in TG
level was shown after 8-week treatment in all groups. The percentage change from baseline TG level was

significantly greater in O3FA4S group than in the control group (-41.0%+24.1% vs. -24.2%+31.9%,
P=0.049). TC level was significantly reduced at 8 weeks from baseline only in O3FA4S group (-0.44%
£0.66 mg/dL, P=0.018), but the percentage change was not significantly different compared to the control
group. In all groups, neither HDL-C nor LDL-C level showed any significant change during the study
period. There were no significant differences between O3FA2S group and the control group after 8 weeks
of respective treatment.
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Softgels

Omega-3

Supplement Facts

Serving Size: 1 Softgel
Servings Per Container: 60

Amount Per Serving %Daily Value

Calories 10
Total Fat 19 1%"
. 0000000
MaxSimil® Fish Qil Concentrate 13¢ >
Total Omega-3 Fatty Acids 860 mg *x
EPA (eicosapentaenoic acid) 600 mg *
DHA (docosahexaenoic acid) 260 mg >

1 Percent Daily Values are based on a 2,000 calorie diet.
=+ Daily Value not established.

Other Ingredients: Softgel (fish gelatin, vegetable glycerin, and purified water),
GRAS enteric coating (ethylcellulose, sodium alginate, purified water,
medium-chain triglycerides, oleic acid, vegetable stearic acid, and ammonium
hydroxide), and mixed natural tocopherols.

Contains: Fish (anchovy and/or sardine [sources of fish oil], tilapia and/or
pangasius [sources of fish gelatin]).

Manufactured using MaxSimil® fish oil. MaxSimil® is a registered trademark of
Ingenutra Inc. Protected under US patents 8,119,690 and 8,198,324; Canadian
patents 2672513 and 2677670.
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Familial Hypercholesterolemia

The APOB gene provides instructions for making two versions of the apolipoprotein B
protein, a short version called apolipoprotein B-48 and a longer version known as
apolipoprotein B-100. Both of these proteins are components of lipoproteins, which are
particles that carry fats and fat-like substances (such as cholesterol) in the blood.

B-48 is gut based and associated with chylomicrons and dietary fat
absorption.

B-100 is liver based and a building block to LDL particles.

https://medlineplus.gov/genetics/gene/apob/#conditions



Familial Hypercholesterolemia

Most people with familial hypercholesterolemia inherit one altered copy of the
APOB gene from an affected parent and one normal copy of the gene from the
other parent. These cases are associated with an increased risk of early heart
disease, typically beginning in a person's forties or fifties. Rarely, a person with

familial hypercholesterolemia is born with two mutated copies of the APOB gene.
This situation occurs when the person has two affected parents, each of whom
passes on one altered copy of the gene. The presence of two APOB gene
mutations results in a more severe form of hypercholesterolemia that usually
appears in childhood.

https://medlineplus.gov/genetics/gene/apob/#conditions



Familial Hypercholesterolemia

the ability of LDL cholesterol to bind to its receptor, causing fewer LDL

cholesterol particles to be removed from the blood.

https://you.23andme.com/reports/ghr.fh/details/



Familial Hypercholesterolemia
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Familial Hypercholesterolemia

1. APOB gene codes for part of the particle.
2. Apolipoprotein B is a reflection of
particle number.

MERCKMANUALS.COM
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Supplement and Diet Protocols
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